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■ 210 • SEQ ID NO 1 
-211 LENGTH 711 
■212 - TYPE- PRT 



■ 21 v> ORGANISM Lactuca sativa 
*-400> SEQUENCE 1 

Me: Glu Asn Glv Asn His Vai Asn Gly Veil Val 



Lys Asp Pro Leu Asn Trp Gly Val Ala Ala Glu Ala Leu Thr Gly Ser 

2 0 2 5 3 C 

His Leu Asp 31u Val Lys Lys Met Val Ala Glu Phe Arg Lys Pro Val 
35 4 : 45 

Val Lys Leu Gly Gly Glu Thr Leu Thr Val Ser Gin Val Ala Gly He 

5 C 5 5 0 0 

Ala Ala Ala Asn Asp Ser Asp Thr Val Lys Val Glu Leu Ser Glu Ala 
65 70 75 30 

Ala Arg Ala Gly Val Lys Ala Ser Ser Asp Trp Val Met Glu Ser Met 

85 90 95 

Asn Lys Gly Thr Asp Ser Tyr Gly Val Thr Thr Gly Phe Gly Ala Thr 
10 0 10 5 110 

Ser His Arg Arg Thr Lys Gin Gly Gly Ala Leu Gin Lys Jlu Leu He 
115 120 125 

Arg Phe Leu Asn Ala Gly He Phe Gly Asn Gly Thr Glu Thr Ser His 
1 3 0 13 5 1 4 C 

Thr Leu Pro His Ser Ala Thr Arq Ala Ala Met He Val Arg He Asn 
145 150 155 K>() 

Thr Leu Leu Gin Gly Tyr Ser Gly He Arg Phe Glu He Leu Glu Ala 



He Thr Lys Phe Leu Asn Asn Asn He Thr Pro Gys Leu Pro Leu Arg 
ISO 185 19 0 

•Gly Thr He Thr Ala Ser Gly Asp Leu Val Pro Leu Ser Tyr He Ala 
195 2 00 . : 



Ply Leu Leu Thr Gly Arg Pro Asn Ser Lys Ala 00 



OH Leu Asn Ala Glu Lys Ala rhe Ala Ala Ala Ly Val Glu Ply 
23 0 235 240 



Met Gin Giy Lys Pro Glu Phe Thr Asp His Leu Thr His Lys Leu Lys 

290 295 3 00 

His His Pro Giy Gin lie Glu Ala Ala Ala lie Met Glu Tyr Tie Leu 



7 1 - 



Asp Giy Ser Asp Tyr 7a I Lys Ala Ala Gin Lys 7a 1 His Glu Met Asp 
325 33C 335 

Pro Leu Gin Lys Pro Lys Gin Asp Arg Tyr Ala Leu Arg Thr Ser Pro 
340 345 350 

Gin Trp Leu Giy Pro Gin lie Glu 7a 1 Tie Arg Ser Ser Thr Lys Met 

355 360 365 

lie Glu Arg Glu lie Asn Ser 7a 1 Asn Asp Asn Pro Leu lie Asp Val 

3 7 0 3 7 5 3 8 J 

Ser Arg Asn Lys Ala Leu His Giy Giy Asn Phe Gin Giy Thr Pro Tie 
38 5 3 90 3 95 4 0 0 

Giy 7a 1 Ser Met Asp Asn Thr Arg Leu Ala lie Ala Ala lie Giy Lys 
4 0 5 4 i 0 4 15 

Leu Met Phe Ala Gin Phe Ser Glu Leu 7a 1 Asn Asp Phe Tyr Asn Asn 
4 20 4 25 430 

Giy Leu Pro Ser Asn Leu Ser Giy Giy Arg Asn Pro Ser Leu Asp Tyr 
435 440 445 



450 455 460 

Jin Phe Leu A.a Asn Pro 7a I Thr Asn His 7al Gin Ser Ala Glu Gin 

465 470 475 430 

His Asn Gin Asp 7a 1 Asn Ser Leu Giy Leu lie Ser Ala Arg Lys Thr 
4 8 5 4 9 0 4 5 

Ala Glu Ala 7a 1 Asp lie Leu Lys Leu Met Ser Ser Thr Tyr Leu 7a 1 



b 1 5 520 525 

Thr 7a 1 Lys Asn Tor 7a 1 Ser Gin Val Ala Lys Lys 7a 1 Leu Thr 

5 3 0 5 3 5 5 4 0 

Giy Val ^sn Giy Glu Leu His Pro Ser Arg Phe Gys Glu Lys Asp 



Val Asp Arg Glu Tyr Val Phe Ala Tyr lie Asp Asp 



A:o Gin Val 



555 600 6C5 

Ser He Phe Gin Lys He Ala Thr Phe Glu Glu Glu Leu Lys Val Leu 

610 615 620 

leu Pre Lys Glu Val Glu Gly Val Arg He Ala Tyr Glu Asn Asp Thr 
625 630 635 640 

Leu Ser lie Pro Asn Arg He Lys Ala Cys Arg Ser Tyr Pro Leu Tyr 
645 650 655 

Arg Phe Val Arg Glu Glu Leu Gly Arg Gly Phe Leu Thr Gly Glu Lys 
660 665 670 

Val Thr Ser Pro Gly Glu Glu Phe Asp Arg Val Phe Thr Ala Met Cys 

6 75 680 66 5 

Lys Gly Gin He lie Asp Pro Leu Leu Glu Cys Leu Gly Gly Trp Asn 

6 90 6 95 7 00 

Gly Glu Pro Leu Pro He Cys 
-705 710 

<21<» SEQUENCE ID NO: 2 

<2M> LENGTH: 7 12 

• 212 • TYPE: PRT 

O 1 3> ORGANISM: Lactuca sativa 

<40()> SEQUENCE 2 

Met Gly Ser Thr Glu Met: Glu Val Asp Ser His Gin Asn Gly Glu Arg 

5 1 :: 1 5 

Ala Glu Phe Cys Val Gly Asp Pro Leu Asn Trp Gly Mel Ala Ala Glu 

20 25 30 

Ser Leu Lys Gly Ser His Leu Asp Glu Val Lys Arg Met Val Ala Glu 
15 40 45 

Phe Arg Lys Pro Val Val Arg Leu Gly G - y Glu Thr Lvu Thr Val Ser 

5 0 5 5 6 •- 

Glu Val AH AH He Al 3 Ala Ser Asp Asn Ala IGy V-.- Lys Va^ Hu 

H 7 5 ^0 

Le.; Ser Glu Thr Ala Ar 3 Ala Gly Val Lys Ala Ser Ser Asp Trp Val 

8 5 9 0 9 5 



r Met Asn Lys Gly Thr Asp Ser Tyr Gly Val Thr Thr lly 
Ser His Arg Arg Thr Lys Glu Sly Sly Ala Leu Sir; 



1'3 C 135 14^ 

Glu Ser Thr His Thr Leu Pre His Ser Ala Thr Arg Ala Ala Met Leu 

145 15C 155 16C 

165 170 175 

lie Leu Glu Ala lie Thr Lys Phe Leu Asn His Asn Val Thr Pro Phe 

18C 185 19 0 

Leu Pro Leu Arg Gly Thr lie Thr Ala Ser Gly Asp Leu Val Pr: Leu 

19 5 2 0 0 2 0 5 

ier 'iyr He Ala Gly Leu Leu Thr Gly Arg Ala Asn Ser Lys Ala Val 
210 215 22C 

Gly Pro Thr Gly Glu Val Leu Asn Ala Glu Lys Ala Phe Ala Glu Ala 
225 230 235 240 

Gly Val Glu Gly Gly Phe Phe Glu Leu Gin Pro Lys Glu Gly Leu Ala 
245 250 255 

Leu Val Asn Gly Thr Ala Val Gly Ser Gly Met Ala Ser Met Val Leu 

2 6 0 2 6 5 2 7] 

Phe Asp Ala Asn Val Leu Ala Leu Leu Ser Glu Val Leu Ser Ala lie 
2 75 280 2 85 

Phe Ala Glu Val Met Gin Gly Lys Pro Glu Phe Thr Asp Hi ^ Leu Thr 

290 295 3 0 0 

His Lys Leu Lys His His Pro Gly Gin He Glu Ala Ala Ala He Met 

3 .. 5 3 1 0 3 15 3 2 0 

Glu Tyr Tie Leu Asp Gly Ser Asp Tyr Val Lys ALa Ala Gin Lys -Oal 
32 5 3 3 2 335 

His Glu Met Asp Pro Leu Gin Lys Pro Lys Gin Asp Arg Tyr Ala Leu 



:ie Glu Val He Arc 



Arg Asn Lys 



4 o 5 4 1 



4 15 



Ser Leu Asp Tyr Gly Phe Lys Gly Ala Glu He Ala Met Ala Ser Tyr 
45 0 455 4 6 C 

Cys Ser Glu Leu Gin Phe Leu Ala Asn Pro Val Thr Asn His Val Glr. 

4-5 4^C 4^5 48: 

Ser Ala Glu Gin His Asn Gin Asp Val Asn Ser Leu Gly Leu He Ser 
485 430 495 

Ala Arg Lys Thr Ala Glu Ser Val Glu He Leu Lys Leu Met Ser Thr 
500 505 510 

Thr Tyr Leu Val Ala Leu Cys Gin Ser He Asp Leu Arg His Leu Glu 
515 520 525 



■j -L u m 



Asun I 



,eu Lys Ser Thr Val Lys Asn Thr Val Ser Leu Val Ala Lys 



53 5 54;; 



Lys He Leu Thr Thr Gly Val Asn Gly Glu Leu His Pro Ser Arg Phe 

545 550 555 560 

Cys Glu Lys Asp Leu Leu Arg Val Val Asp Arg Glu Tyr Val Phe Ala 

565 570 575 

Tyr Lie Asp Asp Ala Cys Ser Ala Thr Tyr Pro Leu Met Gin Lys Leu 

580 5 85 590 

Arg Glu Val He Val Asp His Ala Leu Asn Asn Glu Asn Asp Ala Gly 

595 600 605 

Thr Ser lie Phe Gin Lys lie Ser Glu Phe Glu Glu Glu Leu Lys Ala 

61 j 615 6 2 0 

Va 1 Leu Pro Lys Glu Val Glu Gly Val Arg Ser Ala Tyr Glu Ser Ser 

Thr Leu Thr He Pro Asn Arg He Lys Glu Cys Arg Ser Tyr Pro Leu 

64 5 6 5 0 6 5 5 

Tyr Arg Pne Vai Arg Glu Glu Leu Gly Thr Gly Phe Leu Thr Gly Glu 

6 6 0 6 6 5 ^: 

r \ - q £ 3 r. 



6 95 7 00 

'a! Pr? Leu Pro lie Ser 



!lo StlQ ID NO ^ 

: i n 1 i : \c,m 2u: 



:iH TYPL cDN A 



<2n> ORGANISM: Lactuca sativa 

• 4'M) - SEQUENCE ^ 

Hag:;^a:::g a-::aaca::c a:tca:gcac aaagagagtg agtaaaagtgt gcgaagaagr. 60 

acacaatrag at t gt t at a g c:tct:tga: ctatagc:ta caa::':g:ac aaataataa: 120 

ggagaaaggt aat:acgnt a atggagtcat taatgagttg :g:ac:dagg a::cac:ga3 1-. 

atagggagtt gaagaggagg cgttgacaag aagtrarrtt gatgagatga agaagatgga 240 

tgaggagttc agaaagacgg tggtgaagat cggaggagag aegattaaag tttctcaggt 3 0 1 

ggaggggatc gaagcaagcta atgaragtga caccgtgaag gtggagatgt cggaagacga 360 

gagggctgga gttaaggcga gtagtgattg ggttatggag agaatgaaaa aaggaactga 420 

tagaaatggt gtcacaaceg gcttrggcgc :a:c:c::a: tggagaaaaa agraaggagg 4 6 : 

r.a::::a:ag aaggag:aaa ttag^tttat gaacgccgga atattaggca atggaacgga 540 

aa:aagc:a: acact t rear 3t:cag:ca: aagageagca atgatr-gtca gaa:caa:a r : 6C0 

: ... .. .. ^ gg:r a . : r C cq gcatccgatt agagatcttg gaagcaatca c:aag::c?t 660 

taacaacaac atcacccct t gtttacccct aagtggaacc atcaccgcc: caggt gaccat 720 

:g::::a::a :ca:a:,a:cg ceggcrtet t aaceggaag: ccraa:r:ca aagecgaagg 780 

acacaaegga .jaa-r -a atgaagaaaa ggaattigra geagceggag ttgaaggtgg 640 

gtt "t t ::gag t a a rag :r;ga aagaagggat ag~a::ttgtt aa':gg::a:r g f-gtggggt ' 900 

"aaaa h a^c l " * - \ • -a vr • " * a* ' r r : ^ : • ' • r : •* * : ■ r * r • r "a a a • r r * r 

atagg -gat t teg at gagg 1. 1 at graagg gaagaeggag t tr a '.".-gate acttga-a:i :'.,2. 

• : a : a -a.: :a: :'a::;::j g::aaa:;:g3 ggaggaggeg a., -a : : ;a: ata:::; gg.) ; 0 ~. 1 

"^iTaa ria*: f a"^" raaa:: ■■gg^g^aaaa rr ; • : a:a a a* a : a r "aragaaa.".'" 1140 

a a a a a a a g a a :g::at g:: :::g:a:a: ' t a a a a a a t gg •-. aaatvgaag: 12 10 

: r • a:;r r ; : :aa::aaaa • aat " raaa : :g :aa" • a a* ' • r • a ; • : a a a a a " "■ a * '. . • 

aa: araaar: - ' ragaar:..:a a a a: at z at- j • g g a g g : aar a i a . ' aagaaa a*.. • a ; ; 

:.r-*.- a/ata ; : r •*. a : • aa r. g 'a g aa at a gga aaaea aa t g r. z "gar -a 10-0 

a* v r raa •* : r • a : • : v t a", a a a a 'aatggatta • r ........ - • ■•.;;r : : 1441 

: • r : : • •* •. r * * :a ; •* "aa.r ' 'a.; : : r .: r : : ; ; ; \ : • -a ; : * '* ' a " : '. 

* ' •• •* • : • ia a* ' : • a : • • a* rt " aai r' ": " araa v ; : - : - 

• a ■ i ; : a ■ .r ' : i ' *. " • * • ra a t t i a * * " ' aa: a: a a iv-i ; ' ' a : aa a a i a' a : l ■ . 



^4 



catcttaaaa ctcatgtcgt cgacatactt agtcgctcta tgccaatc:a tcgatttacg 1680 

ceatttggaa gagaacatga aatcgacagt gaagaacac: gtaagccaag trgcgaaaaa 1 M ] 

ggtcctracc atgggcgtra acggcgagct rcacccgtcg agattctgrg agaaagatrt 1-3;? 

rrtcrgtgtt gttgatcgtg aatacgtrtt tgrttaratr. gaegacgttt gragcggcac 1^-5 3 

a:ac:ca:ta atgragaag: tcrgacaggt tctggtrgac ratgetctaa acaacggcga 

aacggagaag aaca::aaci cc:ccatctt ccaaaagatc gctaccttcg aagaagaa:t 1 :: ' S 0 

gaaagteetg ttatrgaaag aagttgaagg tgttagaatc gettatgaga a:^a:aca:: 2 ;4") 

gtcgattcca aacaggatta aagct tgcag atcgtarccg ttgtataggt ttgtaaggga 21(1 ; 

ggag:teggc agagggttt r tgaccggaga aaaggtgacg tcgccgggag aggagttcga 2160 

ragggtgttc acggrgatgt gcaaaggtca aattattgat ccgttgttgg agtgtcttgg 2220 

agggtggaat ggggaacctf: ttccaatatg ttaggaaagt gagtgtgaaa ccgtttgaat 22r0 

tgcatttgta atattctgtt tttttttttt ttttttaaat tttatttgca tt::aatar. :t 2 34 (■ 

::aLcaaagac ttccactttc aagtgtggtg tatgtggttg taaatcatat atattaactt 7 4 CO 

attatttttg ctaaaaaaaa aaaaaaaaaa aaaaaaaaaa aa 2442 

<210> SEQIDNO: 4 
<21 1> LENGTH; 23 SO 

212 * TYPE cDNA 

21-> ORGANISM: Lactuca sativa 

400 SEQUENCE 4 

gcag r a a erg era tt tcacc ac rttcaat c ectcattcte t ct ct ctaaa aaaacragae 1 

: -rar" cga:ar:a: gragracaga aatggaggtt : v a ; • • c - aaaacggtga 1..:; 

gagag:\:gag tt tt gtgt g a aaggggatcc tttgaa ?tg 3 gggatggcgg eggagt cat t IS 3 

aaaggatagt ratttagacg aggrg^agcg gatggtggcg gagtttagga agccggtggt 24: 

gagattgggt ggagaga:gt tgactgtgtc geaggtggeg g.-^gattg-rg -?cagtgataa 3?: 

■g -'tggggtg aaggtggaac tgteggagae ggcgagggcg ggggrgaagg cgagtagtga 3-3 : 

* • : : : r g a r • * : •. ataaaggaa;: ggat ag" t a" ggtgtcacta crgggttrgg 42C 

iz T.a" :t .'t ca tegga gaa .-gaaagaagg t ggtgct ctt cagaaggagc tcatt agatt 4 SC 



cacaaoagca gccatgcttg tcagaatcaa caccctcttt caaggttact ecggcatrcg -5 j 3 
attegagatc ttggaggcga tcaccaagtc c:tcaac:ac aacgtcaccc cctttcccc: 

tctccgtggg acaattaccg crtccggrga tctcgtcrca tta:::taca trgccggtct 7 20 

tctcraccggc ::gt gccaact craaagcrgt tgga~c::acc ggagaagttc taaatgrcga '3 ') 

aaaggccttc gcggaagccg gagttgaagg tggtttttt^ gagttacagc rgaaagaagg M4 ! 

gjiagcactt gtcaacggca crgccgtggg atctgggatg gtgtc^atgg tgctattr.ga » ; , 

tgrtaatgtt :t t gcatt gt tgtcggaagt gttattggcg atrttrgctg aagttatgra ■ 

aggtaagtcg gagtttactg atcartlaaj ajacaaattg aagcatrarr c:ggtcaaat lc. ■ 

cgaggrggcg gcgatcatgg agtatatttt ggarggaagt gatta:gt:a aggcgg::: :a 10- " 

aaaggtrra" gaaatggacc ;:gt tacaga a arcaaaa:aa gatcgttatg c:::::gti: 114' 

a:c::c::aa tgg :t rgga t rttaaatcga agtaatccga t rat-iaacca aaatgattga 120 ; "' 

gagagaaatt aar:c:g::a .acgacaacc : .at tga t cga>: gtttccagaa acaaag ;::t i: tO 

acacggtggc aacttccaag gaaccccaat cggagtttrc atgga'iaaca cacgtttggc 1 > 

gatcgccgce atcggaaagc taatgttcgc tcagttctrt gagtttgtca acgattttta 13K 

ca^caacggg ttgccatcra atctctccgg cggccggaat :c a ag*~. ttgg attacggg~t 14 4 ; . 
■T'aaaggtgra gaaatcgc t a tggct tot \a -Jtg-zt rtgag :t : z igtt t z t'rgccaat: zz 

agtcacaaae oacqttcaaa gcgctgaaca a:a:aaccaa gatgttaatt ccttgggatt 1 l -m\ 
gatttcagra agaaaaacag :agaatragt cgagat :tt a ^n:: ;a:g: ::aa:: ra :a* a 

ctt agtagrt ::t atgtoaat z :at :ga::tt gaggc atttg gaagagaarr tgaa at -\z It - 

agtgaagaac acagtgagrt ttgtrg^gaa gaagat;->:ta a r :: accggcg t :aatggcga l r; 4:j 

get cvac^ct tct;gttt:t g.:gagaaaga tt t get t :gt gtggtegara gggagtatgt 1R0J 

TtttgTatar Ht t at ga :g cttgrag:gr :a:cla: :ca ttgatgraga uc:::^'a 156; 

ggttatcgtt gar :ac :?e at taaaraarga aaatgargc: ggaarrtrra t :t t ::: a aaa 1 «2 " 

- ; ■ v : - ;ag a g 1 1 ..: g a eattgacgat trcaaacagg atraaggagt gtagat:ata 204] 

r ' aggtttgtga gagagga^rt tggaacaggg tttttgarag gggaggaggt 2100 

gacgr rarer gga gaagagt t :gat aaggt gttcart get t tgtg-aaag gaeatatt at 21-0 

-aa: "^a*::a ttanacitatci ttraaacrqta aaatnarritt • •* " ' ' ' :a t r t '~: a* a.:" - 22 2 ^ 



caaatgcgta tgtaattgta atgtactatt gtatgtttgt aattgtacca cgttaagtgt 2340 
accttttgtt tcataaaaaa aaaaaaaaaa aaaaaaaaaa 2380 

<21<» SEQ ID NO 5 
<21 1> LENGTH: 666 

2I2> TYPE: PRT 
<213> ORGANISM: Common Sunflower (Helianthus annuus) 



• 4oo • SEQUENCE 5 

Met 3iu Asn Gly Thr His Val Asn Gly Ser Ala Asn Gly Phe Pys He 
15 10 15 

Lys Asp Pro Leu Asn Trp Gly Val Ala Ala Glu Ala Leu Thr Gly Ser 
2 0 2 5 3 0 

His Leu Asp Glu Val Lys Lys Met Val Gly Glu Phe Arg Lys Pro Val 
35 40 45 

Val Lys Leu Gly Gly Glu Thr Leu Thr Val Ser Gin Val Ala Gly lie 
5 0 5 5 6 0 

Ser Ala Ala Gly Asp Gly Asn Met Val Lys Val Glu Leu Ser Glu Ala 

6 5 70 75 80 

Ala Arg Ala Gly Val Lys Ala Ser Ser Asp Trp Val Met Glu Ser Met 
85 90 95 

Asn Lys Gly Thr Asp Ser Tyr Gly Val Thr Thr Gly Phe Gly Ala Thr 
10 0 10 5 110 

Ser His Arg Arg Thr Lys Asn Gly Gly Ala Leu Gin Lys Glu Leu He 
115 12 0 :25 

Arg Phe Leu Asn Ala Gly He Phe Gly Asn Gly Thr Glu Ser Ser His 
13 0 13 5 14 Z 

Thr L-h: Pr; His Ser Ala Thr Arg Ala Ala Met lie Val Arg He Asn 
145 150 155 160 

Thr Leu Leu Gin Gly Tyr Ser Gly He Arg Phe Glu He Leu Glu Ala 
165 170 175 

lie Thr Lys Phe Leu Asn Asn Asn lie Thr Prt 'y s Leu Fro Leu Arg 



AH Ser Sly Asp Leu Val Pro Leu Ser .yr He Ala 



Asn 



Li Val Leu Asn A^a Goa Ser Aid : r.e A^a S^r. A* i 



225 * 230 235 240 

Gly Fhe Phe Glu Leu Gin Pro Lys Glu Gly Leu Ala Leu Val Asn Gly 
245 250 255 

Thr Ala Val Gly Ser Gly Met Ala Ser Met Val Leu Phe Glu Ala As 

2 6 0 2 6 5 2 7 0 

Val Leu Ala Leu Leu Ser Glu Val Leu Ser Ala lie Phe Ala Glu Val 
275 280 285 

Met Gin Gly Lys Pro Glu Phe Thr Asp His Leu Thr His Lys Leu Lys 
290 295 300 

His His Pro Gly Gin lie Glu Ala Ala Ala lie Met Glu Tyr lie Leu 
305 3 10 315 3.2 j 

Asp Gly Ser Asp Tyr Val Lys Ala Ala Gin Lys Val His Glu Met Asp 
32 5 33 0 33 5 

Pro Leu Gin Lys Pro Lys Gin Asp Arg Tyr Ala Leu Arg Thr Ser Fro 

3 4 0 3 4 5 3 5 0 

Gin Trp Leu Gly Pro Gin He Glu Val lie Arg Ser Ala Thr Lys Met 
355 360 365 

He Glu Arg Glu He Asn Ser Val Asn Asp Asn Pro Leu He Asp' Val 
37 0 3 75 380 

Ser Arg Asn Lys Ala Leu His Gly Gly Asn Phe Gin Gly Thr Pre He 

385 3 90 3 95 4 ■ "J 

Gly Val Ser Met Asp Asn Thr Arg Leu Ala He Ala Ala He Gly Lys 

4 0 5 4 10 4 15 

V a 1 Thr 1 1 Ala Gin Phe Ser Glu Leu Val Asn Asp Phe Tyr Asn As n 

4 2 0 4 2 5 4 3 1 

Gly Leu Pro Ser His Leu Ser Sly Gly Arg Asn Pro Ser Leu Asp Ser 
435 440 445 

Gly Phe Lys Gly Gly Glu lie Ala Met Ala Ser Tyr Cys Ser Glu Leu 
450 455 46 0 



.s Asn Gin Asp Val Asn Ser Leu Gly Leu He Ser Ala Arg Lys Thr 
4 8 5 4 9 0 4 9 5 

.a Glu Ala Val Asp lie Leu Lys Leu Met Ser Ser Thr Tyr Leu Val 



Met Gly Val Asn Gly Glu Leu His Pro Ser Arg Phe Cys Glu Lys Asp 

545 550 555 56C 

Leu Leu Arg Val Val Asp Arg Glu Tyr Val Phe Ala Tyr Ala Asp Asp 

565 57C 575 

Pro Cys Leu Thr Thr Tyr Pro Leu Met Gin Lys Leu Arg Gin Val Leu 
580 585 590 

Val Asp His Ala Leu Asn Asn Gly Glu Thr Glu Lys Asn Ala Asn Thr 

595 600 605 

Ser He Phe Gin Lys He Ala Thr Phe Glu Asp Glu Leu Lys Ala Tie 
610 615 620 

Leu Pro Lys Glu Val Glu Ser Val Arg Val Ala Phe Glu Asn Gly Thr 
625 630 635 640 

Met Ser He Pro Asn Arg He Lys Ala (>ys Arg Ser Tyr Pro Leu Tyr 
645 650 655 



Arg Phe Val Arg Glu Glu Leu Gly Gly Ala 

660 665 



